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Efraloctocog Alfa is a recombinant Fc-human blood coagulation factor VIII (FVIII) fusion glycoprotein (molecular
weight: ca. 225,000) composed of an A-chain consisting-of 754 amino acid residues, a B-chain consisting of 911
amino acid residues, and a C-chain consisting of 227 amino acid residues. The A-chain and amino acids at positions
1 — 684 of the B-chain correspond to amino acids at positions 1 — 743 and 1638 — 1648, and amino acids at
positions 1649 — 2332 of FVIII, respectively. Amino acids at positions 685 — 911 of the B-chain and the C-chain

correspond to Fc domain of human IgG1. Efraloctocog Alfa is produced in human embryonic kidney cells.
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Ramucirumab is a recombinant human IgG1 monoclonal antibody against the extracellular domain of the human
vascular endothelial growth factor receptor-2. Ramucirumab is produced in mouse myeloma (NSO) cells.
Ramucirumab is a glycoprotein (molecular weight: ca. 147,000) composed of 2 H-chains (yl-chain) consisting of

446 amino acid residues each and 2 L-chains (k-chain) consisting of 214 amino acid residues each.
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5-[(4-Bromo-2-chlorophenyl)amino]-4-fluoro-N-(2-hydroxyethoxy)-1-methyl-1 H-benzimidazole-
6-carboxamide monosulfate
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(2R)-2-Acetamido-N-benzyl-3-methoxypropanamide
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Trebananib is a recombinant Fe-peptide fusion protein composed of human IgG1 Fe region in positions 2-228 and
the peptide containing human angiopoietin 1 and angiopoietin 2 binding sequences in positions 229-287.

Trebananib is a protein composed of 2 subunits consisting of 287 amino acid residues each.
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11-(1-Methylpiperidin-4-ylidene)-6,11-dihydro-5 H-imidazo[2,1-5][3]benzazepine-3-carbaldehyde
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