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AV TIVIUH A )L RAHS 3 3
AVTIVIH AL RAAR (FE R TRER) 2 1 3
AVITIIUHF ()L ABE! 55 3 58
SARS-CoV-2 16 3 2 5 3 29
aAF 4 JLAHKUTE! 4 2 6
JAF A JLANS63E 1 1 2
a0 4L R229EH! 2 1 3
JAF 94 JLROCA3E! 7 4 1
RSAJLR AZY 10 1 1 1 13
RSAJLR BE! 5 3 3 2 13
R RSAIJLR (REFI) 1 1
TUGARD INSAUTILIUHFIAILRIE 2 8 9 4 23
INSAUTINIUHIA )L R2E 1 1
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TT/24ILR(KRER]) 3 1 1 2 3 10
ALaADAILR 1 1 1 3
AR RADAILR 1 10 1 1 13
fig~1a275X< 3 2 5
TR 72 80 17 19 11 199
1RIAE 4 1 5
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1RIAE 8 5 8
Streptococcus pyogenes TA4T 1 1
e ABAMMEL Y EKEMREES | Streptococcus pyogenes TB3264%Y 1 2 3
Streptococcus pyogenes THRIARE 1 2 3
T 1 1
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BRix% 1 5 2 3 11
Legionella pneumophila SG1 1 2 1 4
wrp] LoH RFhE LoFRIBE GEIET) 2 2
TR 1 2 3
BEH 2 2
33 7 6 16
Escherichia coli OXA-48FH)LINRIXI—EEE 3 5
FILISR R LTt RS A E B #85 | Escherichia coli NDMEAZO-B-5983—HEE 2 2
BRI Escherichia coli ILINR 7T —E I L 1 1 2
Enterobacter cloacae FILINRRI—EIEEE 1 1
Klebsiella aerogenes NILINRII—HIEEE 3 2 6
33 1 1 1 3
SRR 2t Tt 1 1 2
BwESH 1 1
BRix% 7 6 2 1 18
Streptococcus pyogenes T12E! (AEf) 1 1
Streptococcus pyogenes TB3264%! (ARf) 1 1 2
Streptococcus pyogenes TRIBIARE (AEE) 4 1 5
BfE e d Streptococcus agalactiae 1a%! (BEE) 1
LU BRERRE Streptococcus agalactiae 1b%! (BEE) 1 1
Streptococcus agalactiae V T (BEf) 1 1
h$E Streptococcus dysgalactiae subsp. equisimilis (GEf) 2 1 1 5
Streptococcus constellatus (FEE) 1 1
BwESH 1 1
BB AR BRI ! !
RS Neisseria meningitidis HEEEY 1 1
REEMER A BRE ia , : ,
R Streptococcus pneumoniae MEEI19A 1 1
Streptococcus pneumoniae I;EX124B 1 1
KiE TRIAE 1 1
XALA- BLADRLEH T 1 1
LRI AR B R E R N . 1 1 .
Pseudomonas aeruginosa NILINRR2I—XIEELE 1 1 2
ELA ik 5 9 2 16
P A B 5 9 9 16
LA v ¥4 6 9 2 17
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fF2¢ TT/ LR 1
ZA4/ 74 ILRA28E! 1 1
a0 74 JLAHKU1 1




